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Exon 3 of TfR2-a 

CCTTCCTACTGGGCTACGTCGCCTTCCGAGGGTCCTGCCAGGCGTGCGGAGACTCTGTGT 
TG GTGGTCAGTGAGGATGTC AACTATGAGCCTGACCTGGATTTCCACCAGGGCAGACTCT 

^ Rrimer-D 

ACTGGAGCGACCTCCAGGCCATGTTCCTGCAGTTCCTGGGGGAGGGGCGCCTGGAGGACA 
CCATCAG 



Exon 4 (boxed sequence is in the TfR2-p only) 
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GCGTCCGCGGGGAGCGCTCTTTTCCTAAACTCAGGAACCCCTCGCCGCCCCTGCCCCTGG 

CCTCTTCCCTCCCTCTCCTCCGGGCGCCCAAAAAA 



Primer-C 



GTCCCCACCTCTCCCCGCTTAGGCAAACCAGCCTTCGGGAACGGGTGGCAGGCTCGGCCG 



GGATGGCCGCTCTGACTCAGGACATTCGCGCGGCGCTC ^CCCGCCAGAAGCTGGACCACG 

Primer-A 

2GTGGACCGACACGCACTACGTGGGGCTGCAATTCCCGGATCC 



Exon 5 (common for both a- and p-forms) 



111 GGCTCACCCCAAC^Cj:CTGCACTGGGTCjG^T 

*W Primer-E 

'0 GCTGGAGGACCCTGACGTCTACTGCCCCTACAGCGCCATCGGCAACGTCACG 
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Fig. 7 alpha amino acid sequence 

MERLWGLFQE^QQLSPRSSQTVYQRVEGPRKGHLEEEEEDGEEGAETLAHFCPMELRGPEPLGSRPRQPNLIPWAAAGRR 
AAPYLVLTALLIFTGAFLLGYVAFRGSCQACGDSVLWSEDVNYEPDLDFHQGRLYWSDLQAMFLQFLGEGRLEDTTRQT 
ELRERVAG3AGMAALTQDIRAALSRQKLDHVWTDTHYVGLQFPD PAH PNTLHWVDEAGKVGEQL PLED PDVYCPYSM 
VTGELVYAHYGRPEDLQDLRA'RGVDPVGRLLLVRVGVISFAQKVTNAQDFGAQGVLIYPEPADFSQDPPKPSLSSQQAVY 
GHVHLGTG DP YTPGFPSFNQTQFPPVASSGLPS I PAQP 1 5 AD IAS RLLRKLKGPVAPQEWQGSLLGSPYHLGPGPRLR r V 
VNNHRTSTPINNIFGCIEGRSEPDHYVVIGAQRDAWGPGAAKSAVGTAILLELVRTFSSMVSNGFRPRRSLLFrSWDGGD 
FGSVGSTEWLEGYL5VLHLKAVVYVSLDNAVLGDDKFHAKTSPLLTSLIESVLXQVDSPNHSGQTLYEQWFTNPSWDAE 
VIRPLPMDSSAYSFTAFVGVPAVEFSFMEDDQAYPFLHTKEDTYENLHKVLQGRLPAVAQAVAQLAGQLLIRL3HDRLL? 
LDFGRYGDVVLRHIGNLNEFSGDLKARGLTLQWVYSARGDYIRAAEKLRQEIYSSEERDERLTRMYNVRIMRVEFvc-T sq 

YVSPADSPFRHIFMGRGDHTLGALLDHLRLLRSNSSGTPGATSSTGFQESRFRRQLALLTWTLQGAANALSGDWNTDNN 



Fig. 3 alpha DNA sequence 

CTGCAGGCTTCAGGAGGGGACACAAGCATGGAGCGGCTTTGGGGTCTATTCCAGAGAGcGCAACAACTGTCCCCAAGATC 
CTCTCAGACCGTCTACCAGCGTGTGGAAGGCCCCCGGAAAGGGCACCTGGAGGAGGAAGAGGAAGACGGGGAGGAGGGGG 
CGGAGACATTGGCCCACTTCTGCCCCATGGAGCTGAGGGGCCCTGAGCCCCTGGGCTCTAGACCCAGGCAGCCAAACCTC 
ATTCCCTGGGCGGCAGCAGGACGGAGGGCTGCCCCCTACC7GGTCCTGACGGCCCTGCTGATCTTCACTGGGGCCTTCCT 
AC7GGGCTACGTCGCCTTCCGAGGGTCCTGCCAGGCGTGCGGAGACTCTGTGTTGGTGGTCAGTGAGGATGTCAACTATG 
AGCCTGACCTGGATTTCCACCAGGGcagactctactggaGcgacCtccaGgccatgcccctgcagttcctgggggaGggg 
cgcccggaGgaCaccaTCAGGCAAACCAGCCTTCGGGAACGGGTGGCAGGCTCGGCCGGGATGGCCGCTCTGACTCAGGA 
CATTCGCGCGGCGCTCTCCCGCCAGAAGCTGGACCACGTGTGGACCGACACGCACTACGTGGGGCTGCAATTCCCGGATC 
CGGCTCACCCCAACACCCTGCACTGGGTCGATGAGGCCGGGAAGGTCGGAGAGCAGCTGCCGCTGGAGGACCCTGACGTC 
TACTGCCCCTACAGcGCCATCGGCAACGTCACGGGAGAGCTGGTGTAcGCCCACTACGGGCGGCCCGAAGACCTGCAGGA 
CcTGCGGGCCAGGGGCGTGGATCCAGTGGGCCGCCTGCTGCTGGTGCGCGTGGGGGTGATCagcTTCGCCCAGAAGGTGA 
CCAATGCTCAGGACTTCGGGGCTCAAGGAGTGCTCATATACCCAGAGCCAGCGGACTTCTCCCAGGACCCACCCAAGCCA 
AGCCTGTCCAGCCAGCAGGCAGTGTATGGACATGTGCACCTGGGAACTGGAgACCCcTACACACCTGGCTTCCCTTCCTT 
CAATCAAACCCAGTTCCCTCCAGTTGCATCATCAGGCCTTCCCAGCATCCcAGCCCAGCCCATCAGTGCAGACATTGCCT 
CCCGCCTGCTGAGGAAGCTCAAAGGCCCTGTGGCCCCCCAAGAATGGCAGGGGAGCCTCCTAGGCTCCCCTTATCACCTG 
GGCCCCGGGCCACGACTGCGGCTAGTGGTCAACAATCACAGGACCTCCACCCCCATCAACAACATCTTCGGCTGCATCGA 
AGGCCGCTCAGAGCCAGATCACTACGTTGTCATCGGGGCCCAGAGGGATGCATGGGGCCCAGGAGCAGCTAAATCCGCTG 
TGGGGACGGCTATACTCCTGGAGCTGGTGCGGACCTTTTCCTCCATGGTGAGCAACGGCTTCCGGCCCCGCAGAAGTCTC 
CTCTTCATCAGCTGGGACGGTGGTGACTTTGGAAGCGTGGGCTCCACGGAGTGGCTAGAAGGCTACCTCAGCGTGCTGCA 
CCTCAAAGCCGTAGTGTACGTGAGCCTGGACAACGCAGTGCTGGGGGATGACAAGTTTCATGCCAAGACCAGCCCCCTTC 
TGACAAGTCTCATTGAGAGTGTCCTGAAGCAGGTGGATTCTCCCAACCACAGTGGGCAGACTCTCTATGAACAGGTGGTG 
TTCACCAATCCCAGCTGGGATGCTGAGGtGATCCGGCCCCTACCCATGGACAGCAGTGCCTATTCCTTCACGGCCTTTGT 
GGGAGTCCCTGCCGTCGAGTTCTCCTTTATGGAGGACGACCAGGCCTACCCATTCCTGCACACAAAGGAGGACACTTATG 
AGAACCTGCATAAGGTGCTGCAAGGCCGCCTGCCCGCCGTGGCCCAGGCCGTGGCCCAGCTCGCAGGGCAGCTCCTCATC 
CGGCTCAGCCACGATCGCCTGCTGCCCCTCGACTTCGGCCGCTACGGGGACGTCGTCCTCAGGCACATCGGGAACCTCAA 
CGAGTTCTCTGGGGACCTCAAGGCCCGCGGGCTGACCCTGCAGTGGGTGTACTCGGCGCGGGGGGACTACATCCGGGCGG 
CGGAAAAGCTGCGGCAGGAGATCTACAGCTCGGAGGAGAGAGACGAGCGACTGACACGCATGTACAACGTGCGCATAATG 
CGGGTGGAGTTCTACTTCCTTTCCCAGTACGTGTCGCCAGCCGACTCCCCGTTCCGCCACATCTTCATGGGCCGTGGAGA 
CCACACGCTGGGCGCCCTGCTGGACCACCTGCGGCTGCTGCGCTCCAACAGCTCCGGGACCCCCGGGGCCACCTCCTCCA 
CTGGCTTCCAGGAGAGCCGTTTCCGGCGTCAGCTAGCCCTGCTCACCTGGACGCTGCAAGGGGCAGCCAATGCGCTTAGC 
GGGGATGTCTGGAACATTGATAACAACTTCTGAGGCCCTGGGGATCCTCACATCCCCGTCCCCCAGTCAAGAGCTCCTCT 
GCTCCTCGCTTGAATGATTCAGGGTCAGGGAGGTGGCTCAGAGTCCACCTCTCATTGCTGATCAATTTCTCATTACCCCT 
' ACACATCTCTCCACGGAGCCCAGACCCCAGCACAGATATCCACACACCCCAGCCCTGCAGTGTAGCTGACCCTAATGTGA 
CGG^CATACTGTCGGTTAATCAGAGAGTAGCATCCCTTCAATCACAGCCCCTTCCCCTTTCTGGGGTCCTCCATACCTAG 
AGACCACTcTGGGAGGTTTGCTAGGCCCTGGGACCTGGCCAGCTCTGTTAGTGGGAGAGATCGCTGGCACCATAGCCTTA 
TGGCCAACAGGTGGTcTGTGGTGAAAGGGGCGTGGAGTTTCAATATCAATAAACCACCTGATATCAATAAGCCAAAA 



Fig. 9 beca DNA sequence 

GCGTCCGCGGGGAGCGCTCTTTTCCTAAACTCAGGAACCCCTCGCCGCCCCTGCCCCTGGCGACCCCACGTCTCTGGCAT 
CCTTCCCTCTTCCCTCCCTCTCCTCCGGGCGCCCAAAAAAGTCCCCACCTCTCCCCGCTTAGGCAAACCAGCCTTCGGGA 
ACGGGTGGCAGGCTCGGCCGGGATGGCCGCTCTGACTCAGGACATTCGCGCGGCGCTCTCCCGCCAGAAGCTGGACCACG 
TGTGGACCGACACGCACTACGTGGGGCTGCAATTCCCGGATCCGGCTCACCCCAACACCCTGCACTGGGTCGATGAGGCC 
GGGAAGGTCGGAGAGCAGCTGCCGCTGGAGGACCCTGACGTCTACTGCCCCTACAGcGCCATCGGCAACGTCACGGGAGA 
GCTGGTGTAeGCCCACTACGGGCGGCCCGAAGACCTGCAGGACcTGCGGGCCAGGGGCGTGGATCCAGTGGGCCGCCTGC 
TGCTGGTGCGCGTGGGGGTGATCagcTTCGCCCAGAAGGTGACCAATGCTCAGGACTTCGGGGCTCAAGGAGTGCTCATA 
TACCCAGAGCCAGCGGACTTCTCCCAGGACCCACCCAAGCCAAGCCTGTCCAGCCAGCAGGCAGTGTATGGACATGTGCA 
CCTGGGAACTGGAgACCCcTACACACCTGGCTTCCCTTCCTTCAATCAAACCCAGTTCCCTCCAGTTGCATCATCAGGCC 
TTCCCAGCATCCcAGCCCAGCCCATCAGTGCAGACATTGCCTCCCGCCTGCTGAGGAAGCTCAAAGGCCCTGTGGCCCCC 
CAAGAATGGCAGGGGAGCCTCCTAGGCTCCCCTTATCACCTGGGCCCCGGGCCACGACTGCGGCTAGTGGTCAACAATCA 
CAGGACC7CCACCCCCATCAACAACATCTTCGGCTGCATCGAAGGCCGCTCAGAGCCAGATCACTACGTTGTCATCGGGG 
CCCAGAGGGATGCATGGGGCCCAGGAGCAGCTAAATCCGCTGTGGGGACGGCTATACTCCTGGAGCTGGTGCGGACCTTT 
TCCTCCATGGTGAGCAACGGCTTCCGGCCCCGCAGAAGTCTCCTCTTCATCAGCTGGGACGGTGGTGACTTTGGAAGCGT 
GGGCTCCACGGAGTGGCTAGAAGGCTACCTCAGCGTGCTGCACCTCAAAGCCGTAGTGTACGTGAGCCTGGACAACGCAG 
TGCTGGGGGATGACAAGTTTCATGCCAAGACCAGCCCCCTTCTGACAAGTCTCATTGAGAGTGTCCTGAAGCAGGTGGAT 
TCTCCCAACCACAGTGGGCAGACTCTCTATGAACAGGTGGTGTTCACCAATCCCAGCTGGGATGCTGAGGTGATCCGGCC 
CCTACCCATGGACAGCAGTGCCTATTCCTTCACGGCCTTTGTGGGAGTCCCTGCCGTCGAGTTCTCCTTTATGGAGGACG 
ACCAGGCCTACCCATTCCTGCACACAAAGGAGGACACTTATGAGAACCTGCATAAGGTGCTGCAAGGCCGCCTGCCCGCC 
GTGGCCCAGGCCGTGGCCCAGCTCGCAGGGCAGCTCCTCATCCGGCTCAGCCACGATCGCCTGCTGCCCCTCGACTTCGG 
CCGCTACGGGGACGTCGTCCTCAGGCACATCGGGAACCTCAACGAGTTCTCTGGGGACCTCAAGGCCCGCGGGCTGACCC 
TGCAGTGGGTGTACTCGGCGCGGGGGGACTACATCCGGGCGGCGGAAAAGCTGCGGCAGGAGATCTACAGCTCGGAGGAG 
AGAGACGAGCGP.CTGACACGCATGTACAACGTGCGCATAATGCGGGTGGAGTTCTACTTCCTTTCCCAGTACGTGTCGCC 
AGCCGACTCCCCGTTCCGCCACATCTTCATGGGCCGTGGAGACCACACGCTGGGCGCCCTGCTGGACCACCTGCGGCTGC 
TGCGCTCCAACAGCTCCGGGACCCCCGGGGCCACCTCCTCCACTGGCTTCCAGGAGAGCCGTTTCCGGCGTCAGCTAGCC 
CTGCTCACCTGGACGCTGCAAGGGGCAGCCAATGCGCTTAGCGGGGATGTCTGGAACATTGATAACAACTTCTGAGGCCC 
TGGGGATCCTCACATCCCCGTCCCCCAGTCAAGAGCTCCTCTGCTCCTCGCTTGAATGATTCAGGGTCAGGGAGGTGGCT 
CAGAGTCCACCTCTCATTGCTGATCAATTTCTCATTACCCCTACACATCTCTCCACGGAGCCCAGACCCCAGCACAGATA 
TCCACACACCCCAGCCCTGCAGTGTAGCTGACCCTAATGTGACGGTCATACTGTCGGTTAATCAGAGAGTAGCATCCCTT 
CAATCACAGCCCCTTCCCGTTTCTGGGGTCCTCCATACCTAGAGACCACTcTGGGAGGTTTGCTAGGCCCTGGGACCTGG 
CCAGCTCTGTTAGTGGGAGAGATCGCTGGCACCATAGCCTTATGGCCAACAGGTGGTcTGTGGTGAAAGGGGCGTGGAGT 
TTCAATATCAATAAACCACCTGATATCAATAAGCCAAAA 



